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A total of 524 sera of HBV patients from different parts of China were 
tested for HBV genotypes by S gene sequencing and INNO-LiPA HBV 

genotyping kit 

Geographic Distribution of HBV Genotypes in 
China
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Genotyping Genotyping distrbutiondistrbution among 284 hepatitis B among 284 hepatitis B 
patientspatients

18(100)1(5.56)016(88.89)b1(5.56)HCC
22(100)0016(72.73)6(27.27)LC

157(100)01(0.64%)124(78.98) a32(20.38)CHB
87(100)0052(59.77) a b35(40.22)AsC

B+C(%)D型(%)C(%)B(%)
total 

genotyping

注：x2=10.87，a，P<0.001; x2=7.41, b， P<0.001

Xu, J, Wei L，et al



HBeAg negative hepatitis BHBeAg negative hepatitis B

HBsAgHBsAg positive more than 6 monthspositive more than 6 months
HBeAg negativeHBeAg negative
AntiAnti--HBeHBe positivepositive
HBV DNA 10HBV DNA 1044 ～～ 101066 copies/copies/mLmL
Elevated ALT Elevated ALT 
Inflammation in liver tissueInflammation in liver tissue

Lok ASF, et al. Gastroenterology, 2001,120:1828-1853
Lok ASF, et al. Hepatology, 2001,34:1225-1241
Hadziyannis SJ, et al. Hepatology, 2001,34:617-624



HBeAg negative hepatitis BHBeAg negative hepatitis B
Increasing incidence around worldIncreasing incidence around world
most among male patients age most among male patients age 3636––45  45  

Funk ML, et al. J. Viral Hep. 2002; 9:52–61
EASL Consensus Statement. J. Hepatol. 2003; 39 (S1):S3–25

HBeAg negative hepatitis B
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Higher BCP mutation and mixed infection 
among HBeAg negative hepatitis B patients
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Higher BCP mutation among end stage liver diseaseHigher BCP mutation among end stage liver disease
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Clinical feature and BCP mutation among genotype C infection

26.3%

5.3%

47.4%

3.0%

33.3%

54.5%

0.0%

69.2%

30.8%

0.0%

50.0% 50.0%

0%

10%

20%

30%

40%

50%

60%

70%

AsC CHB LC HCC

Wild typeWild type
BCP mutationBCP mutation
Mixed infectionMixed infection



Higher mixed infection of wild type and pre-C 
mutant in HBeAg negative hepatitis B patients
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0.0250.025--2.2412.24162(1362(13--288.9)288.9)73(1873(18--200)200)PLTPLT（（10^9/L10^9/L））

0.0150.015--2.4312.431116(34116(34--168)168)127(58127(58--171.1)171.1)HB(gHB(g/L)/L)

0.0090.009--2.6082.6083.5(0.73.5(0.7--26.1)26.1)4.36(1.54.36(1.5--16.8)16.8)WBCWBC（（10^9/L10^9/L））

0.6140.614--0.5040.50457(1257(12--135.24)135.24)59(1359(13--186)186)PTAPTA（（%%））

0.2920.292－－1.0541.05414.5614.56（（10.9510.95－－36.336.3））14.2514.25（（10.510.5--3939））PTPT（（SS））

0.4520.452--0.7520.75275.5(3475.5(34--645.8)645.8)73(1573(15--339)339)CrE(umolCrE(umol/L)/L)

0.9520.952--0.0610.0611.02(0.51.02(0.5--2.1)2.1)1.03(0.51.03(0.5--1.8)1.8)A/GA/G

0.8800.880--0.1510.15133.85(2033.85(20--50.9)50.9)33(1733(17--48.7)48.7)ALB(gALB(g/L)/L)

0.5040.504--0.6680.66832.75(10.132.75(10.1--376.4)376.4)36.8(8.336.8(8.3--238.2)238.2)TBIL(umolTBIL(umol/L)/L)

0.0040.004--2.8582.85861.5(1761.5(17--1504)1504)90(1790(17--671)671)ASTAST（（u/Lu/L））

0.0250.025--2.242.2441.5(1041.5(10--921)921)67(1467(14--570)570)ALTALT（（u/Lu/L））

PPZ Z HBeAgHBeAg阴性阴性 (N = 160)(N = 160)HBeAg HBeAg 阳性阳性 (N = 51)(N = 51)

Clinical Feature between HBeAg Positive and Negative PatientsClinical Feature between HBeAg Positive and Negative Patients



HBV DNA in cirrhosis patients with and without HBeAgHBV DNA in cirrhosis patients with and without HBeAg

0.0000.0000.0230.0230.0020.002PP

26.00726.0075.175.179.5249.524χχ22

32(23.19)32(23.19)69(50)69(50)37(26.81)37(26.81)HBeAg negativeHBeAg negative
（（n=138n=138））

28(65.12)28(65.12)13(30.23)13(30.23)2(4.65)2(4.65)HBeAg positiveHBeAg positive
（（n=43n=43））

>10^5  n(%)>10^5  n(%)10^210^2——10^5 n(%)10^5 n(%)<10^2 n(%)<10^2 n(%)HBV DNAHBV DNA
copies/copies/mLmL



MMortality of cirrhosis patients with and without HBeAg

0.6850.6850.4020.402PP

--0.4050.4050.7020.702χχ22 (Z)(Z)

2424（（11--300300））2323（（14.3814.38））HBeAg negativeHBeAg negative

3636（（33--6060））55（（9.89.8））HBeAg positiveHBeAg positive

Duration from cirrhosis to Duration from cirrhosis to 
death death 
(months(months，，range)range)

Mortality Mortality n(%)n(%)



HBeAg negative hepatitis B are mainly HBeAg negative hepatitis B are mainly 
due to BCP mutant infection in Chinadue to BCP mutant infection in China

Most BCP mutant are found Most BCP mutant are found 
among patients with genotype C HBV infectionamong patients with genotype C HBV infection

HBeAg negative hepatitis usually show HBeAg negative hepatitis usually show 
low viral loadslow viral loads
and develop to worse outcomeand develop to worse outcome

ConclusionsConclusions
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